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OH4384 
0:19 
Cst-I 
11168 
Hi ORF 



MKKVI lAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYLGKKC 4 5 

MKKVI lAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYIiGKKC 4 5 

MTRTRMENELIVSKNMQNI 1 1 AGNGPSLKNINYKRLPREYDVFRCNQFYFEDKYYLGKKI 6 0 
MSMNINALVCGNGPSLKNIDYKRLPKQFDVFRCNQFYFEDRYFVGKDV 4 8 



OH4384 
0:19 
Cst-I 
11168 
Hi ORF 



KAVFYNP I LFFEQYYTLKHLIQNQBYETELIMCSNYNQAHLENENFVKTFYDYFPDAHLG 105 
KAVFYTPNFFFEQYYTLKHLIQNQEYETELIMCSNYNQAHIJOTa^FVKTFYD YFPDAHLG 105 
KAVFFNPGVFLQQYHTAKQLILKNBYEIKNIFCSTFNLPFIESNDFLHQFYNFFPDAKLG 120 
KYVFFNPFVFFEQYYTSKKLIQNEEYNI ENIVCSTINLE YIDGFQFVDNFELYFSDAFLG 108 
MOLIKNNBYEYADIILSSFVNLGDSELKKIKNVQKLLTQVDIG 43 



OH4384 
0:19 
est -I 
11168 
Hi ORF 



YDFFKQLKDFHAYFKFHBIYFNQRITSGVYMCAVAIALGYKEIYLSGIDFYQN-GSSYAF 164 

YDFFKOLKEFNAYFKFHBIYFNQRITSGVYMCAVAIAIiGYKEIYLSGIDFYQN-GSSYAF 164 

YEVI ENLKEPYAYI KYNBI YFNKRITSGVYMCAI AI ALOYKTI YLCGIDFYEG - DVI YPP 179 

HE 1 1 KKLKDPFAYI KYNE I YNRQRITSGVYMCATAVALGYKS I YI SGIDFYQDTNNLYAF 168 

HY^'iJJKLPAFDAYI^YNBLYENKRITSGVYMCAVATVMGYKDLYLTGIDFYQEKGNPYAF 103 
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DTKQKNLLKLAPNFKNDNSHYIGHSKNTDIKALEFLEKTYKIKLYCLCPNSLLANFIELA 224 

DTKQENLLKLAPDFKNDRSHYI GHS KKTD I KAUS FLEKTYKI KLYCLCPNSLLANFI EIiA 224 

EAMSTNIKTIFPGIK-DFKPSNCHSKEYDIEALKLLKSIYKVNIYALCDDSIIiANHFPLS 23 8 

DmKKNLU^CTGFKNQKFKFINHSMACDI/3AIJDYIJ<KRYDVNI YSI^S^ EYFKLA 224 

HHQKENI I KLLPS FSQNKSQSDI HSME YDLNALYFLQKHYGVNI YCI S PES PLCNYF PLS 16 3 



OH43 84 
0:19 
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11166 
Hi ORF 



PNLN - SNP I IQEK - NNYTKDILI PSSEAYGKFSKN INFKKI K - 1 KENT YYK 272 

PNIiN - SNPI IQEK - NNYTKDILI PSSEAYGKFS KN INFKKI K- 1 KENVYYK 272 

ININ-NNPTLENKHNNSINDILLTDNTPGVSFYKNQLKADNKIMLNFYNILHSKDNLIKF 297 

PDIG- SDFVLSKKPKKYINDILI PDKYAQERYYGK KSR- LKENUTYK 269 

PLNNPITPILEEK-KNYTQDILIPPKFVYKKIGIYS KPR-IYQNLIFR 209 
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LIKDLLRLPSDI KHYFKGK 291 

LIKDLLRLPSDIKHYFKGK 291 

LNKEIAVLKKQTTQRAKARIQNHLS 32 2 

LIKDLIRLPSDIKHYUCEKYANKNR 294 

LIHDILRLPNDIKHALKSRKWD 231 
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Lac- Gal-p-l,4-Glc-FCHASE — - — Gal-p-l,4-Glc-FCHASE GM3- 
(904.19 Da) Cst-I ^^,2,3 , (1195.08 Da) 



Cst-ll NeuSAc 



CgtA 



GD3- Gal-3-l,4-Glc-FCHASE GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GM2- 
(1486.33 Da) |a-2,3 |a-2,3 (1398.63 Da) 

NeuSAc NeuSAc I ^ „ 

|a-2,8 CgtB 
NeuSAc ^ 



Gal-p-l,3-GalNAc-3-l,4-Gal-pTl,4-Glc-FCHASE GM1a- 

|a-2,3 (1560.60 Da) 

NeuSAc I Cst-I or 
Cst-ll 
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Neu5Ac-a-2,3-Gal-p-l,3-GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GD1a- 

I a-2,3 (1851.80 Da) 

NeuSAc . 

Cst-ll 
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Neu5Ac-a-2,3-Gahp-l,3-GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GT1a 

I a- 2,8 I a-2,3 (2142.48 Da) 

NeuSAc NeuSAc 



